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 Research Philosophy


	 Think globally, act locally



	 As simple as possible, but no simpler



	 Hacker spirit





 Research Interests


	 Optimization



	 Bioinformatics



	 Systems biology



	 Complex network
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	 Full list of paper can be found Google Scholar or Here. Papers in bioinformatics and systems biology can be found in PubMed





 Softwares 


	 GRNInfer: Gene Regulatory Network Inference by Integrating Multiple Datasets



	 GNTInfer Gene Regulatory Network and Drug Target Inference



	 MDCInfer: Protein-Protein Interaction Prediction by Linear Programming



	 MNAligner: Network Alignment by Quadratic Programming



	 SAMO: Structure Alignment by Multi-objective Optimization model



	 NOA: Network Ontology Analysis tool



	 NetPredATC: Network Network Predicting Drug's ATC Code
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